[Improved hybridization probe method for genetic analysis of beta-thalassemia].
There are a number of methods for genetic diagnosis of a point mutation and/or deletion/insertion of several nucleotides. However, none of these methods are satisfactory with respect to sensitivity, accuracy and cost effectiveness. In 2003, the Hybridization Probe method was first reported, but it was unsatisfactory. We attempted to improve this method by separating the step of using real-time PCR with melting curve analysis. In our improved method, or Hybri Probe method, the sensitivity and accuracy of Tm were remarkably improved by employing H2O and Hi-Di Formamide. In order to detect several beta-thalassemia mutations, relevant probes of basically wild sequence were prepared, and optimal conditions for detecting mutations were studied. This method yielded highly sensitive and accurate results. This Hybri Probe method is available for SNPs and microsatellite polymorphisms, and it may also be useful for the detection of gene abnormalities other than those in beta-thalassemia.